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Abstract 

This paper is concerned with global analysis of a delay SVEIR epidemiological model in a population of varying 
size. By using Lyapunov stability method and LaSalle’s invariance principle for delay systems, we prove that 
when there is no endemic equilibrium, the disease free equilibrium is globally asymptotically stable, otherwise the 
endemic equilibrium is globally stable. 
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1. Introduction 

Compartmental models for infectious diseases 
separate a population into various classes based on 
the stages of infection [1]. Most of the authors 
assume that the latent period of diseases is 
negligible, i.e. once infected, each susceptible 
individual (ࡿ) instantaneously becomes infectious 
 with a permanent or (ࡾ) and later recovers ,(ࡵ)
temporary acquired immunity. These epidemic 
models are customarily called SIR (susceptible, 
infectious, recovered) models, [2-5]. Actually, 
vaccination is the most common method to control 
the spread of diseases. There are two different ways 
to consider vaccination in epidemiological models 
based on two different strategies, continuous 
vaccination and pulse vaccination. It is known that 
for some diseases, such as influenza and 
tuberculosis, on adequate contact with an infectious 
individual, a susceptible becomes exposed for a 
while; that is, infected but not yet infectious. Thus it 
is realistic to introduce a latent compartment 
(usually denoted by ࡱ) leading to an SEIR and 
SVEIR model [4, 6-9]. Such type of models, with 
or without time delays, has been widely discussed 
in recent decades. Local and global stability 
analysis of the disease-free and endemic equilibria 
have been carried out using different assumptions, 
contact rates and sometimes by introducing 
reproduction number ࡾ, (see [4-14]). 
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For instance, for an SVEIR model with pulse 
vaccination, the global behavior of an ‘infection-
free’ equilibrium when ࡾ ൏ 	, and the 
permanence of the disease when ࡾ  		 have 
been proved in [8]. Recently, Wang et al. [13] have 
shown that the global stability of disease-free and 
endemic equilibria is governed by the basic 
reproduction number. 

Motivated by the models in [8] and [13], we 
consider a delay SVEIR epidemiological model 
with continuous vaccination in a varying 
population. We assume that both susceptible and 
vaccinated individuals are capable of being infected 
through a mass action contact with infectious 
individuals. Actually, each time only susceptible 
and vaccinated individuals that have had contacted 
with infectious individuals ࣎ time units ago, 
become infectious, provided that they have 
survived the period of ૌ units, as in [8]. Our 
vaccination model is suitable for the diseases with 
partial immunity just after the vaccination. As soon 
as the susceptible individuals enter the vaccination 
process, they are different from susceptible and 
recovered individuals. When the vaccinees gain 
complete immunity, they would enter the recovered 
group. We prove that for our model the disease-free 
equilibrium is globally stable when ࡾ 	 	, and 
there is a unique endemic equilibrium, which is 
globally stable, when ࡾ	  	. The rest of the 
paper is organized as follows. In the next section, 
SVEIR epidemic model and its reduction to an SVI 
model are introduced. The existence of disease-free 
and endemic equilibria and the basic reproduction 
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number ࡾ, are presented in section 3. Moreover, 
local stability of disease-free equilibrium and also 
global behavior of disease-free and endemic 
equilibria by constructing suitable Lynapunov 
functional are analyzed in this section. Finally, we 
show that similar results are valid for general 
model. In section 4, we provide some numerical 
simulations of the system. 

2. SVEIR epidemic model and preliminary 
information 

In this section we introduce an SVEIR [4, 8] 
epidemic model with time delay. The population is 
divided into five groups: susceptible (those who are 
capable of contracting the disease); vaccinated 
(those who receive vaccination to defeat disease); 
exposed (those who are infected but not yet 
infectious); infectious (those who are infected and 
capable of transmitting the disease); and recovered 
(those who are permanently immune), denoted by 
,ሻ࢚ሺࡿ ,ሻ࢚ሺࢂ ,ሻ࢚ሺࡱ  ሻ respectively. We࢚ሺࡾ	܌ܖ܉ ,ሻ࢚ሺࡵ
introduce the following model in which all the 
parameters are assumed to be nonnegative: 
 
ܵ	ሶ ൌ ܾ െ ݀ܵሺݐሻ െ ሻݐሺܫሻݐሺܵߚ െ  ,ሻݐሺܵߛ
ܸ	ሶ ൌ ሻݐሺܵߛ െ ሻݐሺܫሻݐଵܸሺߚ െ ܸ݀ሺݐሻ െ  ,ሻݐሺܸߙ
ሶܧ ൌ ሻݐሺܫሻݐሺܵߚ  ሻݐሺܫሻݐଵܸሺߚ

െ ݐఓఛܵሺି݁ߚ െ ߬ሻܫሺݐ െ ߬ሻ 
    െି݁ߚఓఛܸሺݐ െ ߬ሻܫሺݐ െ ߬ሻ െ  ,ሻݐሺܧߤ
ሶܫ ൌ ݐఓఛܵሺି݁ߚ െ ߬ሻܫሺݐ െ ߬ሻ

 ݐଵ݁ିఓఛܸሺߚ െ ߬ሻܫሺݐ െ ߬ሻ 
   െሺߜଵ   ,ሻݐሺܫଶሻߜ
ሶܴ ൌ ሻݐሺܸߙ  ሻݐሺܫଵߜ െ ܴ݀ሺݐሻ.                              (1) 

 
The following parameters have been considered 

in the above system: 
(i) ܾ, ݀, μ and ߜଶ are respectively per capita rate of 
birth, natural death, total death for exposed and 
infectious individuals including natural death and 
the disease induced mortality. 
(ii) Let ߛ be the rate for susceptibles who receive 
vaccination. 
(iii) Let ߚ be the transmission rate of disease when 
susceptible individuals contact with infected 
individuals. The vaccinated contact with infected 
individuals before obtaining immunity has the 
possibility of infection with a disease transmission 
rate ߚଵ. 
(iv) The recovery rate of infected the individual is 
 ଵ. The recovered individuals are assumed to haveߜ
immunity (so called natural immunity) against the 
disease. 
(v) Let ߙ be the average rate for vaccinated to 
obtain immunity and move into recovered 
population. 
(vi) ߬ is a nonnegative constant and shows the time 
delay. 

The time delay is introduced in the system as 
follows. At time ݐ only susceptible and vaccinated 
individuals that have contact with infected 
individuals ߬ time units ago, that is at time	– 	߬, 
become infectious, provided that they have 
survived the incubation period of ߬ units, given that 
they were alive at time ݐ	 െ 	߬ when they had 
contact with infected individuals. Thus the 
incidence of newly infected individuals is given by 
the mass action term βeିஜதSሺt	 െ 	τሻIሺt	 െ
	τሻ	and	βeିஜதVሺt	 െ 	τሻIሺt	– 	τሻ, [11, 15]. 

A special case of the above model (ܾ	 ൌ 	݀	 ൌ 	μ 
and ߛ	 ൌ 	0) has been investigated in [8]. The 
existence and global behavior of the ‘infection-free’ 
equilibrium and the permanence of the disease in 
the presence of the endemic equilibrium are 
analyzed. Here we give a complete global analysis 
of the above general model. In order to analyze (1) 
we reduce it to a three dimensional system. Since 
the equations for ܧ and ܴ are independent of other 
equations, we can rewrite the equations as follows: 
 
ሶܵ ൌ ܾ െ ሺ݀  ሻݐሻܵሺߛ െ  ,ሻݐሺܫሻݐሺܵߚ
ሶܸ ൌ ሻݐሺܵߛ െ ሻݐሺܫሻݐଵܸሺߚ െ ሺ݀   ,ሻݐሻܸሺߙ
ሶ	ܫ ൌ ݐఓఛܵሺି݁ߚ െ ߬ሻܫሺݐ െ ߬ሻ  ݐଵ݁ିఓఛܸሺߚ െ
߬ሻܫሺݐ െ ߬ሻ െ  ሻ,                                               (2)ݐሺܫߜ
 
where δ ൌ 	δଵ 		δଶ. 

The initial conditions of (2) are given by 
 
ܵሺߠሻ ൌ ߮ଵሺߠሻ, ܸሺߠሻ ൌ 	߮ଶሺߠሻ, ሻߠሺܫ ൌ ߮ଷሺߠሻ,	-τ ≤ θ ≤ 0,	
 
where ߮ ൌ ሺ߮ଵ, ߮ଶ, ߮ଷሻ் א	 ሻߠsuch that ߮ሺ ,ܥ	 
0	ሺ݅ ൌ 1,2,3ሻ, for all െ߬	  	ߠ	  	0, and ܥ is the 
Banach space ܥሺሾെ߬, 0ሿ, Թଷሻ of continuous 
functions, and ‖߮‖ denotes the norm on ܥ and is 
defined by 
 
‖φ‖ 	ൌ 	sup	ሼ|	φ	ଵሺθሻ	|, |	φ	ଶሺθሻ	|, |	φ	ଷሺθሻ	|ሽ. 

െ߬  ߠ  0 
 

From the first equation of (2), we obtain ܵ	ሶ  	ܾ	 െ
	ሺ݀	  ሻݐܵሺ	௧՜ஶݑݏ݈݉݅ ,ሻܵ. Henceߛ	 	 	



ௗାఊ
. Moreover, 

from the second equation of (.2), we obtain ሶܵ 	 	 ሶܸ 	
	ܾ	 െ 	݀ሺܵ	  	ܸሻ. Thus,		݈݅݉ݑݏ௧՜ஶሺܵ	  	ܸሻሺݐሻ  	



ௗ
	. 

Since ݁ିఓఛሺܵሺݐ	 െ 	߬ሻ 	 	ܸሺݐ	 െ 	߬ሻሻ 	 ሻݐሺܫ 	 	ܾ	 െ
	݀ሺ݁ିఓఛሺܵሺݐ	 െ 	߬ሻ 	 	ܸሺݐ	 െ 	߬ሻሻ 	  ሻሻ, we canݐሺܫ	
say	݈݅݉ݑݏ௧՜ஶ	݁ିఓఛሺܵሺݐ	 െ 	߬ሻ 	 	ܸሺݐ	 െ 	߬ሻሻ 	
ሻݐሺܫ	 	 	



ௗ
.	Since ܵሺݐሻ	and Vሺtሻ are bounded we conclude 

that Iሺtሻ is bounded as well. 
Moreover, the following set is positively invariant 

for the system (2), 
 
Θ	 ൌ 	 ሼሺ߮ଵሺݐሻ, ߮ଶሺݐሻ, ߮ଷሺݐሻሻ	|	0	  	߮ଵሺ0ሻ 	



ௗାఊ
,	

0  ߮ଵ	ሺ0ሻ 	 ߮ଶ	ሺ0ሻ 	


ௗ
, 

					0  	 ݁ିఓఛሺ߮ଵሺെ߬ሻ 	 ߮ଶ	ሺെ߬ሻ 	 ߮ଷ	ሺ0ሻሻ 	
ܾ
݀
ሽ. 
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3. The Equilibrium Points 

In delay differential equations the equilibrium 
points are constant functions. The equilibrium 
points of (2) are the solutions of the system: 
 

ܾ	 െ	ሺ݀	  ሻݐሻܵሺߛ	 	െ ሻݐሺܫሻݐሺܵߚ	 	ൌ 	0,	
ሻݐሺܵߛ												 	െ	ߚଵܸሺݐሻܫሺݐሻ 	െ	ሺ݀	  ሻݐሻܸሺߙ	 	ൌ 	0,	
–	ݐఓఛܵሺି݁ߚ 	߬ሻܫሺݐ	– 	߬ሻ  ݐ݁ିఓఛܸሺ	ଵߚ െ 	߬ሻܫሺݐ െ 	߬ሻ 
െ	ܫߜሺݐሻ 	ൌ 	0.		                                                      (3) 
 

It is easy to check that the disease-free 

equilibrium (DFE) is	 ܲ 	ൌ 	 ሺ


ሺௗାఊሻ
,

ఊ

ሺௗାఈሻሺௗାఊሻ
, 0ሻ. 

Also, we can derive endemic equilibria of the 
system (2),	ܲכ 	ൌ 	 ሺܵכ, ,כܸ  ሻ, from the two firstכܫ
equations of (3): 
 
כܵ ൌ



ௗାఉூכାఊ
כܸ	&	 ൌ

ఊ

ሺௗାఉభூכାఈሻሺௗାఉூכାఊሻ
               (4) 

 
We put the above relations in the third equation 

of (3), which leads to: 
 

ఓఛି݁ߚ
ܾ

݀  כܫߚ  ߛ

 ଵ݁ିఓఛߚ
ߛܾ

ሺ݀  כܫଵߚ  ሻሺ݀ߙ  כܫߚ  ሻߛ
	– ߜ	 ൌ 0. 

 
and rewrite it as, 
 
െߚߜଵכܫߚ

మ
	 ሺ	ߚଵି݁ߚఓఛܾ	– 	ߚሺ݀ߜ	  ଵߚ݀	 	

 ଵߚߛ															 	 כܫ	ሻሻߚߙ	

 ݁ିఓఛܾሺ݀ߚ	  ଵߚߛ	 	  ሻߚߙ	
																																					െߜሺ݀  	ሻሺ݀ߙ  ሻߛ	 	ൌ 	0.  (5)	
 

The coefficients of the above quadratic equation 
are denoted by:  

	
ܽ 	ൌ 	െߚߜଵߚ,	
ܾ ൌ ܾ݁ିఓఛߚߚଵ 	െ 	ߚሺ݀ߜ	  ଵߚ	݀	  ଵߚߛ	 	 	,ሻߚߙ	
ܿ 	ൌ 	ܾ݁ିఓఛሺ݀ߚ	  ଵߚߛ	 	 ሻߚߙ	 	െ 	ሺ݀ߜ	 
	ሻሺ݀ߙ	   ሻ.                                                          (6)ߛ	
 

In order to determine the existence of endemic 
equilibria in the phase space, we should discuss the 
sign of ܿ and ܾ. By considering ܿ let us define 
the basic reproduction number		ܴ as follows: 
 

ܴ ൌ
షഋഓሺఉௗାఊఉభାఈఉሻ

ఋሺௗାఈሻሺௗାఊሻ
                                         (7) 

 
which is known as the number of secondary 
infections produced by one primary infection in a 
wholly susceptible population. The existence of 
endemic equilibrium is determined by the basic 
reproduction number as the following proposition 
[13]. 
 
Proposition 3.1. If R	  	1, then the DFE is the 
only equilibrium of the system. When R 	 	1, the 
system has a unique endemic equilibrium.  

 
Proof: The condition ܴ	 ൏ 	1, is equivalent to 
ୡబ
ୟబ
 	0. 

In order to determine the sign of െ
ୠబ
ୟబ

 , let us define 

ܴଵ by  
 

ܴଵ ൌ
ܾ݁ିఓఛߚߚଵ

ߚሺ݀ߜ  ଵߚ݀  ଵߚߛ  ሻߚߙ
 

 
According to the definition of ܴ	and ܴଵ, we have 

 

ܴ ൌ ܴଵ
ሺ݀ߚ  ଵߚߛ  ߚሻሺ݀ߚߙ  ଵߚ݀  ଵߚߛ  ሻߚߙ

ଵሺ݀ߚߚ  ሻሺ݀ߛ  ሻߙ
 

 
ൌ ܴଵሺ

ௗାఈ

ఉభ


ఊ

ఉ
ሻሺ

ఉభ
ௗାఈ


ఉ

ௗାఊ
ሻ.                                  (8) 

 
Since all parameters are positive, it provides that 

ሺ
ௗାఈ

ఉభ


ఊ

ఉ
ሻሺ

ఉభ
ௗାఈ


ఉ

ௗାఊ
ሻ > 1, which implies ܴ	 

	ܴଵ. 
Now assume that ܴ	 ൏ 	1. According to the 

above relation,	ܴ	ଵ ൏ 	1 which is equivalent to 

െ
ୠబ
ୟబ
൏ 	0, hence (5) has no positive root. When R0 

= 1, we have 
ୡబ
ୟబ

 = 0 and ܴଵ 	൏ 	1, hence (5) has one 

zero and one negative roots. All in all, we found 
that when ܴ 	 	1 there is no endemic equilibrium, 
and the DFE is the only equilibrium of the system. 
When ܴ 	 	1, it is equivalent to 

ୡబ
ୟబ
൏ 	0. Thus (5) 

has two roots; one positive and one negative. Since 
only positive equilibria are meaningful in our 
system, we conclude that the system has a unique 
endemic equilibrium when ܴ 	 	1. 

3.1. The Stability of the DFE 

In this section we show that the basic 
reproduction number, ܴ, governs the stability of 
ܲ. First, in Theorem 3.1, we prove local stability of 

DFE and then in Theorem 3.2 by introducing a 
Lyapunov functional, the global stability of ܲ is 
shown when	ܴ 	 	1. 
 
Theorem 3.1. The DFE is locally asymptotically 
stable if 	R	 ൏ 	1 and it is unstable if	R	  	1. 
 
Proof: We apply linear stability technique for delay 
differential equations [16]. The characteristic 
equation of the system at 	 ܲ is of the following 
form: 

	
ሺߣ	  	݀	  	ߣሻሺߙ	  	݀	  	ݐሺఓାఒሻఛܵሺି݁ߚሻሺߛ	 െ 	߬ሻ	

       ߚଵ݁ିሺఓାఒሻఛܸሺݐ	 െ 	߬ሻ 	െ	ሺߜ	  ሻሻߣ	 	ൌ 	0.  (9) 
 

Since the roots of the first two phrases are 
negative, in order to study the stability of 	 ܲ we 
should determine the roots of the third phrase: 
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	ݐሺఓାఒሻఛܵሺି݁ߚ െ 	߬ሻ 	 	ݐ1݁ିሺఓାఒሻఛܸሺߚ	 െ 	߬ሻ 	

െ	ሺߜ	  ሻߣ	 ൌ 	0.	
 

We can multiply the above equation by ߬ and let 
	ݔ ൌ 	െ߬ߣ, the result is: 
 

ݔ  ݁௫ିఓఛ
ܾ߬

ሺ݀  ሻߛ
ሺߚ  ଵߚ

ߛ
ሺ݀  ሻߙ

ሻ െ ߬ߜ ൌ 0. 

 
Rewrite it as ݔ	 െ ௫݁ݍ	 	 		 ൌ 	0 where 	 ൌ

	െ߬ߜ	݀݊ܽ	ݍ	 ൌ
ఛషഋഓ

ሺௗାఈሻሺௗାఊሻ
ሺሺ݀	  	ߚሻߙ	 	ߚଵߛሻ. 

Hayes in [17] showed that all roots of the equation 
	ݔ െ ௫݁ݍ	 	 		 ൌ 	0, where  and	ݍ are real 
numbers, have negative real parts if and only if 

	 ൏ 	1 and 	 ൏ 	ݍ	 ൏ ඥܽଵ
ଶ   where ܽଵ is a	,	ଶ

root of ܽ	 ൌ ,ሺܽሻ൯݊ܽݐ൫	 0	 ൏ 	ܽ	 ൏ 	ߜെ	Since .ߨ	 ൏

	0	and  െ 	ݍ ൌ 	െߜ 
షഋഓ

ሺௗାఈሻሺௗାఊሻ
ሺሺ݀  ߚሻߙ 

ሻߛଵߚ 	ൌ ሺܴߜ	 െ 1ሻ 	൏ 	0, thus ܲ is locally stable if 
ܴ	 ൏ 	1, and unstable if ܴ 	 	1. 

Now we prove the global asymptotic stability of 
the DFE using a Lyapunov functional, and 
Lyapunov-LaSalle theorem. 
 
Theorem (Lyapunov-LaSalle). If ܸ is a Lyapunov 
functional on ܩ and ݔ௧ሺߔ	ሻ is a bounded solution of 
a delay differential equation that stays in ܩ, then 
 ሻ converges to the maximal invariant set in	ߔ௧ሺݔ
ሼߔ	 א ܩ݈ܥ	  	ܸሺߔ	ሻ 	ൌ 	0ሽ as ݐ	 ՜ 	∞. The 
following result indicates that the disease dies out 
in the host population if ܴ 	 	1. 
 
Theorem 3.2. The DFE is globally asymptotically 
stable, if	܀ 	 	. 
 
Proof: For all ࢿ	  	, let Ωࢿ 	ൌ 	 ሼሺ࣐ሺ࢚ሻ, ,ሻ࢚ሺ࣐ ሻሻ࢚ሺ࣐ 

ሺሻ࣐	 	
࢈

ࢽାࢊ
	 	ࡿ	ሽ. Sinceࢿ	 ൏ 	, the ω−limit set of any 

orbit lies in Ωࢿ, and since ε is arbitrary, it lies in Ω. 
Therefore, we should focus on the dynamics of Ω. 
We should notice that the solutions in Ω are 
bounded, because ࣎ࡿ 		࣎ࢂ 	  .	is bounded in Ω ࡵ	
We consider the following Lyapunov functional in 
Ω: 
 
ࣘሺ࢚ሻ ൌ ሻ࢚ሺࡵ	 	 ࣎ஜିࢋࢼ  ࢚ࢊሻ࢚ሺࡵ	ሻ࢚ሺࡿ

࢚
࣎ି࢚ 			

࣎ஜିࢋࢼ		  ܜ܌ሻܜ۷ሺ	ሻܜሺ܄
࢚
࣎ି࢚ .                                    (10) 

 
One can check that, 

 
ሶࣘ ൌ ሻ࢚ሺࡿ࣎ࣆିࢋࢼ	ሻሺ࢚ሺࡵ  ሻ࢚ሺࢂ࣎ࣆିࢋࢼ െ 	.ሻࢾ	

 
Since ࡿ	 

࢈

ࢽାࢊ
 in Ω, we can apply this to the 

second equation of (2), which gives ࢂ	 
	

ࢽ࢈

ሺࢊାࢻሻሺࢊାࢽሻ
	. Therefore, when ࡾ 	 		for the 

solutions in Ω we have 
 

ሶࣘ  ሻ࢚ሺࡵ ൬࣎ࣆିࢋࢼ
࢈

ࢊ  ࢽ
	ࢼ࣎ࣆିࢋ

ࢽ࢈
ሺࢊ  ࢊሻሺࢻ  ሻࢽ

െ  ൰ࢾ

													ൌ ࡾሺࢾࡵ 	െ 	ሻ 	 	. 
 

By Lyapunov-LaSalle asymptotic stability 
Theorem (see Hale [16] and Kuang [18]) it remains 
to find the maximal invariant set in ሼ ሶࣘ 	ൌ 	ሽ, 
which in this case is equivalent to ࣐ሺሻ 	ൌ 	. In 
addition, notice that the points in maximal invariant 
set should satisfy ࣐ሺെ࣎ሻ 	ൌ 	. Therefore, in Ω 
the system becomes: 
 
ሶࡿ ൌ 	࢈	 െ ሻ࢚ሺࡿࢊ	 െ  ,ሻ࢚ሺࡿࢽ	
ሶࢂ ൌ ሻ࢚ሺࡿࢽ	 	െ ሻ࢚ሺࢂࢊ	 	െ  ሻ.                        (11)࢚ሺࢂࢻ	
 

By applying the Bendixson criteria we conclude 
that the system does not have any limit cycle. 
Hence, according to the Poincare´-Bendixson 
Theorem, all solutions tend to the unique 
equilibrium of the system that is ࡼ. In addition, for 
	ࡹ ൌ 	 ሼࢶ	 א Ω  ሶ 	ൌ 	ሽ, we have ࡹ	 ك 	Ω, and 
the largest invariant set in M is	ሼࡼሽ. 

Now, when ࡾ ൌ , ሶࣘ 	ൌ 		is equivalent to 
ሺሻ࣐ ൌ  or ࡿ࣎ࣆିࢋࢼሺ࢚ሻ 	 ሻ࢚ሺࢂ࣎ࣆିࢋࢼ െ ࢾ ൌ . 
Since ࡿ࣎ࣆିࢋࢼሺ࢚ሻ 		ࢼࢂ࣎ࣆିࢋሺ࢚ሻ 	െ ࢾ  ࡾሺࢾ െ
ሻ ൌ , the equality occurs when ࣐ ؠ	 	

࢈

ࢽାࢊ
 

and	࣐ ؠ	
ࢽ࢈

ሺࢊାࢻሻሺࢊାࢽሻ
	. Thus, the points in invariant 

set should satisfy	ࡿሶ 	ൌ 		and ࢂሶ 	ൌ 	. In this 
situation, by considering the first equation of (3), 

we conclude that ࡵሺ࢚ሻ 	ൌ 	, when	࣐ ؠ	 	
࢈

ࢽାࢊ
. 

Therefore, when ࡾ 	ൌ 	 the maximal invariant set 
is again M. Therefore, by applying Lyapunov-
LaSalle asymptotic stability theorem, ࡼ is globally 
stable. 

3.2. Global stability of the endemic point 

The stability analysis of the endemic equilibria is 
more challenging, and many authors examine it 
through numerical simulation, [5, 8]. In this section, 
we will establish the global stability of the endemic 
equilibrium. 

Before introducing the Lyapunov functional we 
need to define the function ࢎሺ࢞ሻ 	ൌ ࢞ െ  െ  ,ሻ࢞ሺ
for ࢞ሺ࢚ሻ 	 	. We can see that it is a non-negative 
function, and ࢎሺ࢞ሻ ൌ  if and only if, ࢞ ൌ . 
Moreover, note that ࢎכࡿሺ࢙

ሺ࣎ି࢚ሻ

כ࢙
ሻ  	, ࢎכࢂሺ

ሻ࣎ି࢚ሺࢂ

כࢂ
ሻ 	

	 and ࢎכࡵሺ
ሻ࢚ሺࡵ

כࡵ
ሻ 	 	. From now on we will use 

,࣎ࡿ ࢚ሺࡿ instead of ࣎ࡵ and ࣎ࢂ	 െ ,ሻ࣎ ࢚ሺࢂ െ ,ሻ࣎ ࢚ሺࡵ െ
  .ሻ࣎
 
Theorem 3.3. If ܀ 	 	, then the endemic 
equilibrium, כ۾, is globally asymptotically stable. 
 
Proof: We define a Lyapunov functional for כࡼ by 
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	ࢁ ൌ 	ࢁ	 	ࢁ,                                                  (12) 
 
where  
 

ࢁ ൌ ൭ࢎכࡿ ൬
࣎ࡿ

כࡿ
൰  ࢎכࢂ ൬

࣎ࢂ

כࢂ
൰൱  ࢎכࡵ࣎ࣆࢋ ൬

ሻ࢚ሺࡵ
כࡵ

൰, 

 

ࢁ ൌ ሺכࡵכࡿࢼ  ሻכࡵכࢂࢼ  ࢎ ቀ
ሻ࢚ሺࡵ

כࡵ
ቁ

࢚
࣎ି࢚  (13)            .࢚ࢊ

 
The time derivative of ࢁ along the solution of 

system (3) satisfies: 
 

ሶࢁ  ൌ 	࢈	 െ ࣎ࡿࢊ	 	െ ࣎ࡵ࣎ࡿࢼ	 	െ ࣎ࡿࢽ	 	െ ࢈	
כࡿ

࣎ࡿ
 כࡿࢊ	 	  כࡿ࣎ࡵࢼ	

						כࡿࢽ 	 ࣎ࡿࢽ	 	െ	ࢼ࣎ࡵ࣎ࢂ 	െ ࣎ࢂࢊ	 	െ ࣎ࢂࢻ	 	െ ࣎ࡿࢽ	
כࢂ

࣎ࢂ
 

      	ࢼכࢂ࣎ࡵ 	 כࢂࢊ	 	 כࢂࢻ	 	 ࣎ࡵ࣎ࡿࢼ	 	   ࣎ࡵ࣎ࢂࢼ

	െ	ࡵࢾ࣎ࣆࢋሺ࢚ሻ– ࣎ࡵ࣎ࡿࢼ	
כࡵ

ሻ࢚ሺࡵ
െ ࣎ࡵ࣎ࢂࢼ 	

כࡵ

ሻ࢚ሺࡵ
  	כࡵࢾ࣎ࣆࢋ

        ൌ כࡿࢊ ቀ െ
כࡿ

࣎ࡿ
െ

࣎ࡿ

כࡿ
ቁ 

        	כࡿࢽ ቀ െ
כࡿ

࣎ࡿ
െ

כࢂ࣎ࡿ

כࡿ࣎ࢂ
െ

࣎ࢂ

כࢂ
ቁ 

        	כࡵכࡿࢼ ቀ െ
כࡿ

࣎ࡿ
െ

࣎ࡵ࣎ࡿ

ሻ࢚ሺࡵכࡿ
ቁ 

        	ࢼכࡵכࢂሺ
࣎ࢂ

כࢂ
െ

࣎ࡵ࣎ࢂ

ሻ࢚ሺࡵכࢂ
ሻ  ࣎ࡵכࡿࢼ   ࣎ࡵכࢂࢼ

       	ࡵכࡿࢼሺ࢚ሻ െ                  (14)																	ሻ.࢚ሺࡵכࢂࢼ
 

Similarly the time derivative of ࢁ along the 
solution of system (3) satisfies: 
 

ሶࢁ  ൌ ሻ࢚ሺࡵכࡿࢼ 	െ ࣎ࡵכࡿࢼ 	െ ሺܖܔ	כࡵכࡿࢼ
ሻ࢚ሺࡵ

כࡵ
ሻ	

             	כࡵכࡿࢼ	ܖܔሺ
ሻ࢚ሺࡵ

כࡵ
ሻ	

             	ࢼࡵכࢂሺ࢚ሻ 	െ 	࣎ࡵכࢂࢼ

             െ	ࢼכࡵכࢂ	ܖܔ ቀ
ሻ࢚ሺࡵ

כࡵ
ቁ  ܖܔ	כࡵכࢂࢼ ቀ	

࣎ࡵ

כࡵ
	ቁ.   (15) 

 
Combining 14 and 15, we obtain: 

 

ሶࢁ ൌ כࡿࢊ ൬ െ
כࡿ

࣎ࡿ
െ
࣎ࡿ

כࡿ
൰  כࢂࢊ ൬ െ

כࡿ

࣎ࡿ
െ
כࢂ࣎ࡿ

כࡿ࣎ࢂ
െ
࣎ࢂ

כࢂ
൰ 

 

           	ࢼכࡵכࢂ ቀ െ
࣎ࡵ࣎ࢂ

ሻ࢚ሺࡵכࢂ
 ܖܔ ቀ

࣎ࡵ࣎ࢂ

ሻ࢚ሺࡵכࢂ
ቁቁ 

           	כࡵכࡿࢼ ቀ െ
࣎ࡵ࣎ࡿ

ሻ࢚ሺࡵכࡿ
 ܖܔ ቀ

࣎ࡵ࣎ࡿ

ሻ࢚ሺࡵכࡿ
ቁቁ 

           	ࢼכࡵכࢂ ቀ െ
כࢂ࣎ࡿ

כࡿ࣎ࢂ
 ܖܔ ቀ

כࢂ࣎ࡿ

כࡿ࣎ࢂ
ቁቁ 

	ሺࢼכࡵכࢂ  ሻכࡵכࡿࢼ ൬ െ
כࡿ

࣎ࡿ
 ܖܔ ൬

כࡿ

࣎ࡿ
൰൰. 

 
By inequality of arithmetic and geometric means, 

it is clear that 
 
 െ

כࡿ

࣎ࡿ
െ

࣎ࡿ

כࡿ
 , and  െ

כࡿ

࣎ࡿ
െ

כࢂ࣎ࡿ

כࡿ࣎ࢂ
െ

࣎ࢂ

כࢂ
 .              (16)	

 
Recall that ࢎሺ࢞ሻ 	 	 for ࢞	  	 and ࢎሺ࢞ሻ 	ൌ 	 

if and only if, ࢞	 ൌ 	, therefore, ࢁሶ 	 	 and the 
equality occurs when ࣐ ؠ	 ,כࡿ	 ࣐ ؠ	  and כࢂ
ሺሻ࣐ 	ൌ  ሻ. By applying Lyapunov-LaSalle࣎ሺെ	࣐
asymptotic stability Theorem (see Hale [16] and 

Kuang [18]), solutions tend to the largest invariant 
subset of ࡹ	 ൌ 	 ሼࢁሶ 	ൌ 	ሽ. From the third equation 
of (2), we can say that in all points of ࡹ, ሶࡵ 	satisfies: 
 

ሶࡵ 	ൌ ࣎ࡵכࡿ࣎ࣆିࢋࢼ	 	 ࣎ࡵכࢂ	࣎ࣆିࢋࢼ െ ࣎ࡵࢾ	 	ൌ 	 
	

It implies that ࣐ is a constant function in M. 
Since ࡿ	ሶ ൌ 	 for each point of	ࡹ, we obtain 
that	ࡵሺ࢚ሻ 	ൌ 	ࡹ for all t, hence we have כࡵ	 ൌ
	ሼሺכࡿ, ,כࢂ  ሻሽ. Now since the solutions are boundedכࡵ
in ࣂ, by the LaSalle’s invariant principle, the global 
asymptotic stability of כࡼ	follows. 

3.3. Dynamics of general model 

The above analysis resolves the global stability of 
the system (2), which is a subsystem of (1). Now 
we show that the above mentioned results are valid 
for the original system (1) too. Both ࡱሺ࢚ሻ and ࡾሺ࢚ሻ 
satisfy equations of the following form  
 

ሶ࢞ 	ൌ ሻ࢚ሺࢌ	 	െ  .࢞ࢇ	
 

It is easy to see that if	࢚ܕܑܔ՜ஶ ሻ࢚ሺࢌ 	ൌ  then ,ࡹ	

՜ஶ࢚ܕܑܔ ሻ࢚ሺ࢞ 	ൌ
ࡹ

ࢇ
	.  

Now consider the equation for exposed and 
recovered individuals 
 

ࡱ ൌሶ ሻ࢚ሺࡵሻ࢚ሺࡿࢼ 		ࢼࢂሺ࢚ሻࡵሺ࢚ሻ 	െ 	࢚ሺࡿ࣎ࣆିࢋࢼ	
െ 	࢚ሺࡵሻ࣎	 െ 		ሻ࣎	

									െ	ࢼࢂ࣎ࣆିࢋሺ࢚	 െ 	࢚ሺࡵሻ࣎	 െ ሻ࣎	 	െ 	μࡱሺ࢚ሻ,	
ሶࡾ			 ൌ ሻ࢚ሺࢂࢻ 	ࢾࡵሺ࢚ሻ െ  .ሻ࢚ሺࡾࢊ	

 
When ࡾ 	 	, by Theorem 3.3, we know that 

I(t) and ࡵሺ࢚	 െ ,ሻ࣎	 	࢚ሺࡿ ሻ and࢚ሺࡿ െ  ሻ࢚ሺࢂ ሻ, and࣎	
and ࢂሺ࢚	 െ  כࡿ ,כࡵ ሻ converge to positive constants࣎	
and כࢂ, respectively. Thus 
 

ܕܑܔ
՜ஶ࢚

ሻ࢚ሺࡱ ൌ כࡱ ൌ

ࣆ
ሺࢼሺ െ  כࡵכࡿሻ࣎ࣆିࢋ

 
ሺ െ  ,ሻכࡵכࢂࢼሻ࣎ࣆିࢋ

ܕܑܔ	
՜ஶ࢚

ሻ࢚ሺࡾ ൌ כࡾ ൌ

ࢊ
ሺכࢂࢻ   .ሻכࡵࢾ

 
When ࡾ ≤ 1, similar argument leads to 

ܕܑܔ
՜ஶ࢚

ሻ࢚ሺࡱ	 	ൌ 	 and	࢚ܕܑܔ՜ஶ ሻ࢚ሺࡾ ൌ
ࢂࢻ
ࢊ

. Therefore, 

the following theorem has been proved. 
 
Theorem 3.4. (i) When ܀ 	 	, the DFE of the 
system (1) is globally stable. 
(ii) When ܀ 	 	, the endemic equilibrium of the 
system (1) is globally asymptotically stable. 

4. Conclusion and some numerical simulation 

Throughout this paper, we considered an SVEIR 
epidemic model with time delay and obtained 
global stability results in terms of the basic 



IJST (2013)

 
reproduct
ࡾ 	 	,
ࡾ 	 	,
globally a
always ex

In this
simulatio
dynamica
paramete
is globall
	. ሻ. I
that ࡾ 	
disease p
 

 
Fig. 1. Mo
of time 
	. , ࢽ

 

 
Fig. 2. Mo
of time 
. ,
. 	and ࢾ
 

In Fig.
ࡾ 	ൌ 	.
disease ex
governs t
DFE, wh
to one	ࡾ
Thus, it i
time, in 
individua

) 37A4: 483-489 

tion number, 
, the disease
, the endemic 
asymptotically
xist. 
s section, w
ons of the 
al behavior o
rs are chosen 
ly stable, and
In Fig. 2, the
 	. Hence 
ersists, ሺࡾ ൌ

ovement paths 
t. Here, b	ൌ
ࢽ ൌ 	. , ࣎ ൌ 

ovement paths 
t. Here, ࢈ ൌ
ࢾ ൌ . ,
 ൌ .  

. 3 the param

. Hence P0 
xtinct. The ba
the convergen
hen ࡾ 	 	. 
e, the slower 
is more efficie
order to decr

als more rap

                      

. More spࡾ
e will die o
 equilibrium 
y stable, and 

we provide s
system to 

of the model.
such that ࡾ 	

d the disease 
 parameters a
is globally	כࡼ
ൌ 	. ሻ. 

of S; V; I; E a
. , ࢼ ൌ 
. , ࢻ ൌ .  a

of S; V; I; E a
. , ࢼ ൌ . 
ࢊ ൌ , ࢽ ൌ 	

meters are ch
is globally 

asic reproduct
nce rate of the

More specific
the extinction

ent to decreas
rease the num
pidly. To illu

                     

ecifically, wh
out, and wh
of the system
the disease w

ome numeric
visualize t

 In Fig. 1, t
൏ 	. Hence	ࡼ
extinct, ሺࡾ

are chosen su
y stable and t

and R as functio
, 	ࢼ	 ൌ . , ࣆ

and ࢾ ൌ . 

and R as functio
, ࢼ	 ൌ 	. , ࣆ
. ࣎ ൌ . , ࢻ ൌ

hosen such th
stable and t
ion number al
 solutions to t
cally, the clos
n of the disea
e ࡾ for a sh

mber of infect
ustrate let ࢈

                      

hen 
hen 

m is 
will 

cal 
the 
the 
 ࡼ
	ൌ

uch 
the 

 

ons 
ࣆ ൌ

 

ons 
ࣆ ൌ
ൌ

hat 
the 
lso 
the 
ser 

ase. 
hort 
ted 
ൌ

	
ࢊ
an
ba
gr
th
 

 
Fi
of
	
	
 

 
Fi
He
ࢊ
 
ࢽ

 

th
co
pa
de
࢚	

be
sh
ex
 

                     

,ࢼ	 ൌ 	, ࢼ
ൌ 	, 	࣎ ൌ 	

nd ࢽ be the c
asic reproduct
raph of I(t) is 
hat ࢽ	varies as 

ig. 3. Movemen
f time t. Here,
. , ઼ ൌ . ૠ
. ,		and ઼ ൌ 

ig. 4. Moveme
ere, ࢈ ൌ , ࢼ
ൌ , ࢽ ൌ ૡ, ࣎

	ࢽ ൌ 	െሺ

Figure 5 show
hree times fa
omparison wi
ath of ࢽ is d
efinition of ࢽ
൏ 	ૠ, we hav

Figure 4, sh
ecomes extinc
hows that wh
xtinct at about

                     

	ࢼ ൌ 	ૡ, μ	 ൌ
. , 	ࢻ ൌ 	.
control param
tion number is
depicted in F
follows 

nt paths of S; V
܊ ൌ . ,  ൌ
ૠ, ܌ ൌ , 
.  

ent path of I 
ൌ , ࢼ	 ൌ ૡ,
࣎ ൌ . , ࢻ ൌ 

࢚	| െ . 	| 	െ
െ	 ࢚	| െ ૠ. 

ws that the di
aster when ࢽ
th the case ࢽ
epicted in Fig
as a function

ve ࢽ	 ൌ 	ૡ an
ows that whe
ct at about 20
hen ࢽ	varies, 
t 8. 

                     

ൌ 	. , 	ࢾ ൌ 	
 and ࢾ

meter. When	ࢽ
s ࡾ	 ൌ 	. ૢ
Fig. 4. Now w

V; I; E and R a
. , 	 ൌ

 ൌ . , ૌ ൌ 

as a function 
, ࣆ ൌ . , ࢾ ൌ
.  and	ࢾ ൌ

െ	|	࢚ െ . 	| 	
	|ሻ  ૡ. 

disease elimina
 varies as ࢽ
	ࢽ ൌ 	ૡ. The m
g. 6. Accordi

n of time, for 
nd ࡾ 	ൌ 	. 
en ࢽ	 ൌ 	ૡ th

0. In comparis
 the disease 

 
 

        488 

. ,
	 ൌ 	. , 
	ࢽ ൌ 	ૡ the 
, and the 

we assume 

 

as functions 
ൌ . , ૄ ൌ
. , હ ൌ

 

of time t. 
ൌ 	. ,
	.  

	|	࢚ െ ૠ	|

ates about 
above, in 
movement 
ing to the 
. 	 ൏
. 
he disease 
son, Fig. 5 

becomes 



 
 
 
489 

 
Fig. 5. Mo
	࢈ ൌ 	, ࢼ
	. , 	ࢊ ൌ
 

 
Fig. 6.

Acknowl

This rese
the Institu
(IPM) (N

Referenc

[1] Anders
Infectio

Oxford,
[2] Alexan

Summo

vaccina
influenz

[3] Korob
function
epidemi

960. 
[4] Ma, Z

analysis
[5] Zhang

permane
 

ovement path o
	ࢼ ൌ 	, ࢼ	 	ൌ
ൌ 	, 	࣎ ൌ 	. 

. Movement pat

ledgments 

arch was supp
ute for Resea

No 91920127).

ces 

son, R. M., Ma
us diseases of 

, UK: Oxford U
nder, M. E., B

ors, R., Gumel, 

ation model f
za. SIAM J. App
beinikov, A. & 
ns and global s
iological mode

Z. & Li, J. (2
s of epidemics. 
g, T. & Teng, 
ence of SIRS e

of I as a functio
ൌ 	ૡ, 	ࣆ ൌ 	. 
, ࢻ	 ൌ 	.  an

th of ࢽ as a fun

ported in part 
arch in Fundam
. 

ay, R. M. & And
f humans: dynam

University Press
Bowman, C., M
A. B. & Sahai

for transmissio
pl. Dyn. Syst., 3
Wake, G. C. (

stability for SIR
els. Appl. Math

009). Dynamic
World Scientifi
Z. (2008). Glo

epidemic mode

on of time t. He
, 	ࢾ ൌ
nd	ࢾ 	ൌ 	. 

ction of time t

by a grant fro
mental Scienc

derson, B. (199
mics and contr

s. 
Moghadas, S. M
, B. M. (2004).

on dynamics 
, 503-524. 
(2002). Lyapun
R, SIRS, and S
h. Lett., 15, 95

cal modeling a
fic. 
obal behavior a
l with time del

       

 

ere, 

 

om 
ces 

91). 
rol. 

M., 
. A 

of 

nov 
SIS 
55-

and 

and 
lay. 

[6

[7

[8

[9

[1

[1

[1

[1

[1

[1

[1

[1

[1

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 

Nonlinear Ana
6] Li, M., Sm

dynamics of a
transmission. S

7] Gao, S., Ten
pulse vaccina
delays. Appl. M
] Wei, H., Jian
(2009). Global
epidemic mod
Journal of Com

9] Liu, X., Tak
epidemic mod
Biol, 253, 1-11
0] Beretta, E., H
Global asympt
with distribute
4107-4115. 
1] Brauer, 
Mathematical 
epidemiology. 
2] Li, M. Y., G
Global dynam
population size

3] Wang, J., H
SVEIR epidem
and distributed
4] Li, G. & Jin
epidemic mode
and immune 
1177-1184. 
5] Cooke, K.
Analysis of a
delays. J. Math
6] Hale, J. K
Introduction 
Berlin, Springe
7] Hayes, N. 
equation assoti
equations. J. L
8] Kuang, Y. (
applications 
Academic Pres

               IJ

al, RWA 9, 1409
mith, V. & W
an SEIR epide
SIAM J. Appl. M
ng, Z. & Xie, D
ation on SEIR
Math. como, 282
ng, Y., Song, X
l attractivity and
el with pulse va
mp. Appl. Math
keuchi, Y. & 

dels with vaccin
1.  
Hara, T., Ma, W
totic stability o
ed time delay

F. & Castil
models in p

New York, Spr
Graef, J. R., Wan
mics of a SEIR 

e. Math. Biosci.

uang, G., Takeu
miological mode
d delays. Math. 
n, Z. (2005). G
el with infectio
period. Chaos

. & Van Den
an SEIRS epi
h. Bio., 35, 240
K. & Verduyn
to Functional 
er-Verlag.  
D. (1950). Ro
iated with a cer
ondon Math. So

(1993). Delay d
in populatio

ss, Inc. 

JST (2013) 37A4:

9-1424. 
Wang, L. (200
emic model w
Math. 62, 58-69
D. (2008). The

R model with 
2-292 . 

X., Su, G. H. &
d permanence o
accination and 

h, 229, 302-312
Iwami, S. (20

nation strategie

W. & Takeuchi,
of an SIR epide
y. Nonlinear A

llo-Chavez, C
population bi
ringer.  
ng, L. & Karsai
model with va
. Eng., 160, 191

euchi, Y. & Liu
el with varying
Biosci. Eng, 8,

Global stability 
ous force in late
s Solitons Fr

n Driessche, 
idemic model 

0-260 
n Lunel, S. M

Differential 

oots of the tran
rtain differentia

Soc., 25, 226-23
differential equ
on dynamics.

: 483-489 

01). Global 
ith vertical 

9. 
e effects of 

two time 

& Qiu, S. Z. 
of a SVEIR 
time delay. 
.  

008). SVIR 
es. J. Theo. 

, Y. (2001). 
emic model 
nalysi, 47, 

C. (2001). 
ology and 

i, J. (1999). 
arying total 
1-213.  

, S. (2011). 
g infectivity 
 875-888.  
of a SEIR 

nt, infected 
actals, 25, 

P. (1996). 
with two 

M. (1993). 
Equations. 

nscendental 
al difference 
2. 

uations with 
. Boston, 


